Quimioterapia Adjuvante (QT,y)em
Pacientes com tumores luminais:

Quem ndo tem beneficio?



Definicoes de Luminal

RH positivo
RE > 10% +RPg > 10%

Her2 negativo

Sem incorporacao do Ki 67 nesta

anadlise (nGo usar a definicdo do patologista de
Luminal A e B)



RH positivo Adjuvancio
(RE e/ou Rpg > 10%)

Hormonioterapia adjuvante na
oré e pos-Mmenopausa deve ser o
fratamento padrao
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Hormonioterapia adjuvante
Quais os medicamentose
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RH positivo Adjuvancio
(RE e/ou Rpg > 10%)

Hormonioterapia adjuvante

QuAIs oS medicamentose

Pre-menopausa

TAM confinua sendo o padrao
Quando adicionar a ablacdo
ovariana (AOv)e

Quando substituir o TAM pelo 1A para
as pacientes selecionadas para a
AOve
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Hormonioterapia adjuvante

QuAIs oS medicamentose

Pos-menopausa
A deve ser incluido na adjuvdncio



RH positivo Adjuvancio
(RE e/ou Rpg > 10%)

Hormonioterapia adjuvante

QuAIs oS medicamentose

Pos-menopausa

A deve ser incluido na adjuvancia
Sequencial ao TAM ou substifuindo o
TAM?e
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Hormonioterapia adjuvante
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Qual a duracdo? (pré e pos)



RH positivo Adjuvancio
(RE e/ou Rpg > 10%)

Hormonioterapia adjuvante
Quais os medicamentose (pre e pos)
Qual a duracdo? (pré e pos)

Ha evidéncias para inclusdo dos
inbidores da ostedlise (bisfosfonatos e
denosumabe) para todas as
pacientes objetivando-se a reducado
da mortalidade relacionada ao
cancer de mamace (pre e pos)



RH positivo Adjuvancio
(RE e/ou Rpg > 10%)

Hormonioterapia adjuvante

Quais as indicacoes para a adicdo
de quimioterapia adjuvantee



RH positivo Adjuvancio
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Hormonioterapia adjuvante
Quais as indicacoes para a adicdo
de quimioterapia adjuvantee

Qual o melhor esquema de QIl¢
Precisa de antraciclicoe
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adjuvante
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I>5cm



RH positivo Adjuvancio
(RE e/ou Rpg > 10%)

Indicagcdo inequivoca de QT

adjuvante
(a ndo ser que haja contra-indicacdo clinica....)

> 3 LFN positivosou T > 5 cm

Situagcdo em que ndo had indicagdo
para QT adjuvante
I<2cm

GHIle?2
LFN negativo



RH positivo Adjuvancio
(RE e/ou Rpg > 10%)
Situacoes em que ndo ha indicagcdo
para QT adjuvante

T<3cm & Gl & LFN negafivo
T<2cm & Gl & 1-2 (32) LFN

T<2cm & G2 & LFN negafivo
T<1cm&G3 & LFN negafivo




RH positivo Adjuvancio
(RE e/ou Rpg > 10%)

Situagdo em que ndo ha indicagdo
para QT adjuvante

I <3cm

GHI1e?

LFN negativo



RH positivo Adjuvanciao
(RE e/ou Rpg > 10%)
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6693 Women with invasive early-stage breast
cancer were enrolled

l

l

2634 Had low clinical risk and low
genomic risk at enrollment

2745 Had low clinical risk and low
genomic risk after correction
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690 Underwent randomization
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genomic risk at enrollment
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344 Were assigned to
receive chemotherapy

346 Were not assigned
to receive chemotherapy

749 Were assigned to
receive chemotherapy

748 Were not assigned

to receive chemotherapy

4 Were ineligible
57 Had a change

4 Were ineligible

Per-Protocol Population
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76 Did not receive = ::ar(iisi change
chemotherapy 42 Received chemo-
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chemotherapy Py
status
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128 Did not receive 85 Received chemo-
I - therapy
chemotherapy therapy 1 Had unknown
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chemotherapy chemotherapy status >
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224 Were included in
the per-protocol
population

254 Were included in
the per-protocol
population

592 Were included in
the per-protocol
population

636 Were included in
the per-protocol
population

644 Were included in
the primary-test
population

Primary-
test
Population




2634 Had low clinical risk and low
genomic risk at enrollment

2745 Had low clinical risk and low
genomic risk after correction

Intention-to-Treat Population

690 Had low clinical risk and high
genomic risk at enrollment

592 Had low clinical risk and high
genomic risk after correction

690 Underwent randomization

344 Were assigned to
receive chemotherapy

346 Were not assigned
to receive chemotherapy

4 Were ineligible

57 Had a change

in risk

76 Did not receive
chemotherapy

5 Had unknown
chemotherapy

status

4 Were ineligible
53 Had a change
in risk
42 Received chemo-
therapy

254 Were included in
the per-protocol
population

224 Were included in
the per-protocol
population



2634 Had low clinical risk and low
genomic risk at enrollment

2745 Had low clinical risk and low
genomic risk after correction

Intention-to-Treat Population

690 Had low clinical risk and high
genomic risk at enrollment

592 Had low clinical risk and high
genomic risk after correction

690 Underwent randomization

344 Were assigned to
receive chemotherapy

346 Were not assigned
to receive chemotherapy

4 Were ineligible

57 Had a change

in risk

76 Did not receive
chemotherapy

5 Had unknown
chemotherapy

status

4 Were ineligible
53 Had a change
in risk
42 Received chemo-
therapy

254 Were included in
the per-protocol
population

224 Were included in
the per-protocol
population



; ;

2634 Had low clinical risk and low 690 Had low clinical risk and hi
genomic risk at enrollment genomic risk at enrol|
2745 Had low clinical risk and low 592 Had low clinical ris
genomic risk after correction genomic risk aft

690 Underwent randomization

]

Intention-to-Treat Population
P 344 Were assigned to 346 Were not assigned
receive chemotherapy to receive chemotherapy
4 Were ineligible
2 Ha(.j dichange 4 Were ineligible
i s 53 Had a change
76 Did not receive T &
chemotherapy = 55
42 Received chemo-
5 Had unknown thera
chemotherapy Py
status
Per-Protocol Populati ! '
er-Protocol Population
Py 224 Were included in 254 Were included in
the per-protocol the per-protocol
population population




B Low Clinical Risk, High Genomic Risk
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F Low Clinical Risk, High Genomic Risk
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RH positivo Adjuvancio
(RE e/ou Rpg > 10%)

“Risco alto” clinico

I>2cm&GH3
T gq e LFN positivo 1-3
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A High Clinical Risk, Low Genomic Risk

90- 100 S
"é 80 Chemotherapy
2~ 701 o
Al No chemotherapy
§ » 60 90—
£8 50-
= e il
28 40- &
©
22 30- 80,
: 1
A 20- ) e I [ Y N A O P T
g 1 2 3 4 5 & F & 9

Year

No. at risk
Chemotherapy 749 714 698 677 611 346 145 41 3
No chemotherapy 748 727 708 696 655 424 160 41 4



Risk Group, Outcome,
and Treatment Strategy Chemotherapy

High clinical risk and low genomic risk

Survival without distant metastasis

Using genomic risk

No. of
Events

Percentage with
Outcome at 5 Yr
(95% Cl)

94.8 (92.6-96.3

Hazard Ratio
(95% Cl)f

P Value::
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Risk Group, Outcome,
and Treatment Strategy Chemotherapy

High clinical risk and low genomic risk

Survival without distant metastasis
Using clinical risk

Using genomic risk

Overall survival
Using clinical risk

Using genomic risk

No. of
Patients

No. of
Events

10
18

Percentage with
Outcome at 5 Yr
(95% Cl)

96.7 (94.7-98.0)
94.8 (92.6-96.3

98.8 (97.4-99.5
97.3 (95.6-98.4)]

Hazard Ratio
(95% Cl)f P Valuei:

0.65 (0.38-1.10) 0.11
1.00

0.63 (0.29-1.37) 0.25
1.00




